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Preliminary results: FAIR evaluation

• A key step towards trust building and cross-discipline communication in
relation to computational models is taken with the FAIR maturity model.

• FAIR can be a connecting principle across the clinical and biomedical
domain as it is recognised and appreciated in both fields.

Development of FAIR model indicators

https://doi.org/10.15252/msb.20209982

Project goals

“Fostering the uptake of RDA indicators in Systems Biomedicine as a 
measure for model quality and FAIRness within the COMBINE community”

Deliverables: 
1. FAIR model indicators with accompanying guidelines
2. Semi-automatic FAIR evaluation tool for use by the community

Vision: 
• Implement FAIR evaluation as a standard procedure during model 

curation
• Provide a binary score for FAIRness level of individual models

Funding:
RDA/EOSC Future Cross-disciplinary Science Adoption 
(October 2022 – March 2023)

Biosimulation Models
• Considerable ongoing development of biosimulation models
• Incorporating multi-layered information to explore complex disease 

mechanisms
• Potential as supporting tools for diagnosis and therapy

Model sharing
• Representation, visualisation and simulation encoding in 

community-agreed standard formats
• Standardised curation- and publication processes, including BioModels

and the Physiome Model Repository

https://www.ebi.ac.uk/biomodels/ https://models.physiomeproject.org/

Related work

• Adapted from RDA indicators (DOI: 10.15497/rda00045)
• Proposal for a community-level standardized FAIR evaluation
• Binary scoring to calculate a level of FAIRness
• Application on model repositories, particularly in BioModels

(https://www.ebi.ac.uk/biomodels/) and the Physiome Model 
Repository (https://models.physiomeproject.org)
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Reproducibility Scorecard
• Assess the reproducibility of model-based results 
• Total of eight questions for self-evaluation
• Score of 4 or higher indicates reproducibility

RDA FAIR data maturity Indicators
• “Lingua franca” to make results of FAIR evaluations comparable
• Generic model can be adapted to domain-specific needs
• Increased coherence and interoperability of FAIR assessment 

frameworks

https://doi.org/10.5334/dsj-2020-041
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